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Characterizetion of TFFI2, a novel diagnosis biomarker for ovarian cancer

Arakawa, Noriaki

3,800,000
occe TFPI2
TFP12 0CCC TFPI2
TFPI2 occe
TFPI2 TFPI12 LacNAc occce TFPI12
LacdiNAc occce
occe TFPI12 0CCC
occe TFPI2

TFP12 0CCC TFPI12

Tissue factor pathway inhibitor 2 (TFP12) is a serum biomarker candidate for
ovarian clear cell carcinoma (OCCC), a highly lethal histological subtype of ovarian cancer. TFPI2
is also known to be a placental specific Kunitz-type protease inhibitor that is exclusively

expressed in the blood of pregnant women. In this study, to clarify the difference between TFPI2
produced from OCCC and placenta, the glycan structure of TFPI2 from cultured placental cells and
0CCC cell lines were analyzed by mass spectrometry. The analysis revealed that OCCC-derived TFPI2
has bi-antennary complex type glycans with the LacdiNAc structure, unlike the placental cell-derived
TFPI2 that preferentially attaches to bi-, or tri-antennary glycans with the LacNAc structure.
Similar results were confirmed in the analysis of serum from pregnant women. This finding may allow
the development of a new method for highly specific detection of OCCC.
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