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Identification of genetic factors with response to chemotherapy in advanced
non-small cell cancer
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We performed the targeted sequencing of 51 DNA samples using the lon
AmpliSeqTM Cancer Hotspot Panel v2. As a result of sequencing, genes detected in 5% or more genomic
mutation were EGFR and TP53, and 21 patients with EGFR gene mutation and 13 patients with TP53 gene
mutation in this study. Patients were divided into two categories: responders were those with
complete response and partial response, and non-responders were those with stable disease and
progressive disease. Next, we examined whether hotspot mutations in EGFR and TP53 genes were
associated with response to chemotherapy in 51 advanced lung adenocarcinoma patients. Patients with
the TP53 mutation tended to better respond to chemotherapy than patients without the TP53 mutation,
however, the association was not statistically significance.
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Platinum-based doublet chemotherapy (n=640)
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Squamous cell carcinoma (n=91)

Adenocarcinoma (n=549)

Cases who have recurrence after undertaking
surgery (n=85)

Adenocarcinoma (n=464)
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Cases without biopsy samples (n=256)
Cases without insufficient DNA amount (n=91)
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Quality Control Table 1. Patient characteristics

51 1 Quality Control Variable No. %
DNA Total patients 51
Age, years
51 Mean (Standard deviation) 54.8 (9.3)
62.8 36.4 Sex
Male 31 62.8
Tablel ECOG performance status
51 "0 17 341
Smoking habit
3.55 1 Never-smoker 16 36.4
Clinvar pathogenic Sfﬁge 10 231
likely pathogenic mutation IV a1 73'1
OncokB oncogenic mutation '
Tumor response
51 Responder 18 36.1
26 PR 18 36.3
5 Non-responder 33 639
EGFR 21 7P53 13 SD 13 36.3
PD 20 27.7
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