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Structural analysis of sulfotransferase
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i o To clarify the detailed molecular mechanism of sulfation of a tyrosine
residue, which is one of the post-translational modifications of proteins, the three-dimensional

structure analysis of tyrosylprotein sulfotransferase (TPST) was done. i
We have determined crystal structure of human tyrosyltransfease-1 using X-ray crystalography. This

provided a lot of information on the molecular mechanism of the substrate recognition function of
TPST.
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