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The phylum Arthropoda includes four subphyla, namely Chelicerata, Myripoda,
Crustacea and Hexapoda (insects). In this study, the phylogenetic relationships of arthropods are
analyzed using amino acid sequences of transcriptome sequence data. As a result, the Chelicerata is
first branched, supporting the monophyly of the Mandibulata (Myripoda + Crustacea + Hexapod). The
results also show that the Crustacea and Hexapod are closely related, and the class Remipedia is the
closest crustacean to the Hexapod. The monophyly of Chelicerata including the sea spider
(Pycnogonida) is supported. As for the four classes of the Myriapoda, the Symphyla and Pauropoda,
the Chilopoda and Diplopoda are sister groups, respectively, and the monophyly of the Chilopoda and
Diplopoda is supported. In addition, the phylogenetic relationships at the ordinal level in the
Chilopoda and Diplopoda are clearly resolved.
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