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Inventory of shallow coastal infaunal and cryptic decapod crustaceans:
Development of faunal monitoring method using eDNA metabarcoding
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In order to document local fauna, field investigation and subsequent
identification process have been necessary. In particular, for aquatic fauna, various sampling
methods, for example, SCUBA diving in sublittoral waters, or various kinds of sampling gears
(dredges, trawls, tangle nets, gill nets), have been yielded generally. Furthermore, identification
process requires deep experience and knowledge on various taxonomic groups by specialists. In this
project, a protocol for environmental DNA (eDNA) metabarcoding for decapod Crustacea has been
developed. A new set of PCR primers for this purpose (MiDeca) was successfully developed. eDNA
metabarcoding using the set of primers successfully detected multiple species from natural seawaters

in volume of 2 little. As with standard DNA barcoding, significantly more taxonomic work, including
building of verified reference sequence databases, is necessary to optimise the effectiveness of

eDNA approaches.
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