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Elucidation of biosynthetic pathway of cell wall and cuticle in developing fruit
- Dynamism of starch degradation products in tomato fruit
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This research project aimed to elucidate the Ehysiological roles of starch
accumulated in tomato fruit. In order to understand the metabolic pathway of starch and its
utilization during fruit ripening, the starch-defect transgenic lines in which the expression of
ADP-glucose pyrophosphorylase was suppressed were analyzed in aspects of the cell wall
polysaccharides, fruit cuticle and fruit firmness. Results showed that starch is metabolized to
UDP-D-galacturonic acid which is a major component of cell wall pectin as well as soluble sugars. In
addition, it was revealed that in the starch-defect lines, the firmness of red-ripe fruit and
amount of cuticle decreased. All taken together, the present research demonstrated that starch
degradation products are utilized not only for soluble sugars but also biosynthesis of cell wall
polysaccharides and fruit cuticle, then affect fruit firmness in red-ripe fruit.
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