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Molecular mechanism of sporophytic apomixis iIn citrus
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Somatic embryogenesis_in nucellar tissues is widely recognized to induce
comprised multiple alleles that were divided into two types, polyembryonic alleles with a miniature
inverted-repeat transposable element (MITE) insertion in the upstream region and monoembryonic
alleles without it. CitRKD1 was transcribed in reproductive tissues of polyembryonic varieties with
the polyembryonic allele. Loss of CitRKD1 function by antisense-overexpression abolished somatic
embryogenesis in transgenic sweet orange and the transgenic T1 plants were confirmed to derive from
zygotic embryos produced by self-pollination by DNA diagnosis. The MITE insertion in the upstream
region of CitRKD1 might be involved in regulating the transcription of CitRKD1.
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