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Ralstonia solanacearum is a soil-borne phytogathogenic bacterium that is
causable agent of lethal bacterial wilt, more than 200 species in 50 botanical families, including
economically important crops. This phytopathogen is easily spread by rainwater and can survive for
many years in the soil.

Recently, there are some reports of phage infection/lysogenization affects for host behaviors.
Previously, our group has reported enhancement of R. solanacearum virulence by infection of
filamentous phage. We researched the effect of the phage infection/lysogenization for the host.

In addition, we developed a plasmid using this phage. This plasmid Is very stable in host and is
useful. However, its copy number is only one copy in a host cell, which is not suitable for
high-level gene expression experiment. So we tried to increase the copy number of the plasmid.
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