©
2016 2018

Expression and function of stress-response gene induced during rhizobial and
arpbuscular mycorrhizal symbioses in soybean roots
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We investigated the expression and function of type 1 metallothionein gene

(GmMT1) induced during rhizobial and arbusculer mycorrhizal (AM) symbioses in soybean roots. The
results obtained were as follows. (1) The expression level of GmMT1 of root and nodule at pod
formation stage were higher than that at flowering stage. (2) The expression of GmMT1 in the root
was found at the surrounding host cell of arbuscule of AM fungi colonized. Meanwhile, the expression

of GmMT1 in the nodule was found at the surrounding host cell of bacteroidal infection area. (3)
RNAi knock-down of GmMT1 led to significant suppression of AM fungal colonization and nodule
formation and an increase in hydrogen peroxide content in soybean root. Based on the results
obtained, we suggest that GmMT1 eliminates reactive oxygen species occurred in AM root and nodule,
and protects symbiotic organs from oxidative stress.
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