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Development of fugal growth through the function of mitochondria

Kanamaru, Kyoko
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When mitochondria lose function and level of the membrane potential
decreases, the amount of ATP decreases, and mitochondria, which are usually filamentous, become
fragmented. Reactive oxygen species (ROS) are also generated, and proteins and DNA are oxidized by
them. These all changes can damage cells and cause cell death. In this study, we analyzed that a
histidine kinase HysA of the model filamentous fungus Aspergillus nidulans regulates mitochondrial
function in response to environmental changes. We established culture conditions of HysA mutant that

does not reduce growth even under stress environment, and aimed to use it for improving solid
culture of Aspergillus oryzae.
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