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Isolation and characterization of wood-rotting fungi for logs of Hinoki cypress
(Chamaechyparis obtuse)

Hattori, Takefumi
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Each of eighty four logs (c.a. 20 cm in length, c.a. 5-10 cm in diameter)
was separately set in a litter bag, that had been set in artificial Hinoki cypress forest in
Tokushima prefecture from July 5, 2016 for 749 days. Before the setting, densities of wood,
holocellulose and lignin were determined for the original logs and the changes of these were
determined for the logs periodically recovered. The densities are defined as the dry weight of the
corresponding components in logs recovered, per unit volume of the original logs. During 749 days,
densities of wood, holocellulose and lignin were changed to 87%, 74% and 94% of the original values.

However, decrease in lignin density was not significant statistically. From these decayed logs, we
have identified two strains and one strain of probablg white-rot fungi belonging to
Neoantrodiellaceae, and Microporus. These fungi probably play an important role in an early period
of the logs degradation in Hinoki cypress artificial forest.
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Phire Plant Direct PCR Kit ITS
1% Agarose S, 0.5x TBE
Zero Blunt PCR Cloning Kit (Invitrogen) pCR-Blunt One Shot
TOP10 E. coli Zeocin (25 p g/L) E. coli
BLASTn
ITS
749 Neoantrodiel laceae,
Hymenochaetales 2 Microporus, Polyporaceae 1
Neoantrodiel laceae
Blastn total score
2019 2 3

Select seq KU726857.1

Diplomitoporus rimosus isolate MG294 internal transcribed spacer 1, partial sequence;
5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S
ribosomal RNA gene, partial sequence

Max score: 1072

Total score: 1072

Query cover: 98%

E value: 0

Identity: 98%

Accession number: KU726857.1
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Select seq KT203291.1 Neoantrodiella gypsea voucher Li 1688 internal transcribed
spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2,
complete sequence; and 28S ribosomal RNA gene, partial sequence
Max score: 974
Total score: 974
Query cover: 84%
E value: 0.0
Identity: 99%
Accession number: KT203291.1

Diplomitoporus rimosus  Ghobad-Nejhad et al., 2010
Cyanotrama rimosa
Ehiopia, lIran, USA

Ariyawansa et al 2015 Hymenochaetales Neoantrodiella, Cyanotrana,
Poriodontia and Fibricium Neoantrodiellaceae
Neoantrodiella gypsea 2017

Microporus, Polyporaceae 1
Blastn total score
2019 2 4
Select seq KU863045.1 Microporus vernicipes voucher ZJ1003DKJO3 18S ribosomal RNA
gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and
internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial
sequence



Max score: 1129

Total score: 1129

Query cover: 98%

E value: 0.0

Identity: 98%

Accession number: KU863045.1

M. xanthopus, M. affinis, M. subaffinis

Hattori 2005 M. affinis
M. vernicipes
Microporus
Microporus
Microporus
749 (Wood density) 87% (0.45 g/cm3)
749 Holocellulose density 74% (0.23 g/cm3)
749 lignin density 94% (0.09 g/cm3)

Tinctoporellus
epimiltinus Kubayashi et al., 2001; Phlebia brevispora Suharaetal.,
2005; Perenniporia subacida Tabata et al., 2002

386 kg m-3 188 kg

m-3 (Sakai et al., 2012)
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