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Studies on interactions between marine copepods and bacteria

Ohtsuka, Susumu

3,700,000

Bradfordian familiy

Cephalophanes

MesoEelagic copepods such as Cephalophanes and Macandrewella belonging to
Bradfordian families detect bioluminescent bacteria growing on crustacean detrital matters with the
developed visual sensors, and are suggested to nutritionally utilize chitin by way of chitinolytic
activity of bacteria. Food segregation was found in 4 mesopelagic detritivorous copepods based on a
survey on their associated bacterial communities. Sea lice harbored epizootic bacteria which have an
affinity for chitin and chitinolysis. Both planktonic and parasitic copepods have several isozymes
of chitinase. In Cephalophanes, genes concerning chin-synthesis and chitinolysis were detected. Chin
accumulated in the anterior caecum of the species may be a preserved food. The present study has
revealed close interactions between copepods and bacteria via chitin.
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