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Comparative phylogeography of five salmonid fishes in Japan inferred from
mitochondrial DNA and nuclear DNA markers
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Genetic characteristics of five salmonid fishes (white-spotted charr, Dolly
Varden species-complex, masu salmon, chum salmon, pink salmon) were examined using mitochondrial DNA
and nuclear DNA (microsatellite DNA or SNP) markers. Phylogeographic and phylogenetic analyses
using the large DNA data set revealed the population genetic structure, hybrid zone structure,
genetic diversity, and the evolutionary and demographic history of each species. Our study also have
important implications for the genetic management and long-term conservation of Japanese salmonid
fishes.
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