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Development of molecular marker for genetic improvement of heat tolerance
influencing pig growth
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We detected three FGF21 polymorphisms between two Eig groups with high and
low heat tolerance in terms of growth trait of fattening pig. One of the three polymorphisms,
FGF21-2466, located in 2466 bp upstream of transcription start site was selected as candidate for
polymorphism associated with heat tolerance. We established genotyping method of PCR-RFLP with
restriction enzyme Bccl for FGF21-2466. We compared variance of heat tolerance between two samples
of pig born in year 2014 and year 2016. As the result, the variance was larger in year 2016 than in
year 2014, irrespective of three periods of heat stress set by three types (date, temperature, and
THI) of criteria, suggesting that the pig sample of year 2016 was suitable for evaluation of heat
tolerance phenotype. We genotyped FGF21-2466 of the pig sample and performed association study, but
could not detect association between the FGF21 polymorphism and heat tolerance.
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