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Analysis of polymorphism of bovine major histocompatibility complex (BoLA)
haplotypes associated with enzootic bovine leukemia
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The aim of this study was developing a method to analyze the bovine major
histocompatibility complex (BoLA) region, which is believed to be correlated with various bovine
diseases such as bovine leukemia, mastitis and parasitemia. Because the BoLA region is extremely
diverse, in this study, we collected haplotypes related to bovine leukemia in particular, and worked

on the analysis of target resequencing using those individuals. In the final year of this study, we
also examine the bovine genome reference sequence that has been revised for the first time in 15
years. We succeeded in developing a typing method that was suitable for searching for related SNPs.
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