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De¥?lopment of treatment of rabies using drug delivery system to virus-infected
cells
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We developed novel nanoparticles aiming to efficiently deliver a gene
expressing a small artificial antibody molecule (single chain variable fragment; scFv), scFv-P19,
which showed an inhibitory effect on the growth of rabies virus (RABY), to nervous tissue. By
conducting epitope mapping of scFv-P19, we were able to narrow down the range of epitope of scFv-P19

to 6 amino acid residues near the N-terminus of RABV-P protein. In addition, in order to measure

the RABV growth inhibitory effect of scFv having low expression efficiency, we developed a method of
selecting only scFv/GFP-expressing cells from the cells transfected with the scFv/GFP co-expression
vector using flow cytometry, to be subjected to measure the RABV growth inhibitory effect of scFvs.
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