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Molecular basis of erythrocyte blood group antigen and its application in
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To understand the molecular genetic basis of blood group system and sialic
acid expression (NeubAc and Neu5Gc), we investigated the CMAH gene in cat and dogs. The CMAH
variants of types B and AB showed that double haploids selected from multiple recessive alleles in
the cat CMAH loci were highly associated with the expression of the Neu5Ac on erythrocyte membrane
in types B and AB of the feline AB blood group system. In dog, we determined the nucleotide
sequences of the coding region and tissue distribution of mRNA, and detected DNA polymorphisms in
CMAH gene. Parvovirus DNA on serum and NeubSAc on erythrocyte were detected in several cats infected
with Parvovirus.
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