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0-GlIcNAc

Development of a method for the analysis of protein 0-GIcNAcylation using
two-step click chemistry
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In this study, a method for the enrichment of O-GlcNAcylated peptides using
two-step click chemistry was developed. Analysis of O-GIcNAcylated proteins was performed using
extracts from rat kidney tissue. A total of 34 0-GIcNAcylated peptides from 28 proteins were
identified. Of these, 2 proteins were increased and 7 proteins were decreased in diabetic rat.
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