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Analysis of the mechanism of the degradation of aggregation prone proteiins by a
novel ubiquitin binding protein CG5445
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Ubiquitin-proteasome system SUPS) plays essential role in eukaryotes. Since
ubiquitin including aggregates are observed in neurodegenerative diseases, disruption of UPS are

considered to participate in pathogenic mechanism. We identified CG545 as a novel ubiquitin binding
protein. We clarify CG5445 plays a role in degradation of ubiquitinated aggregation-prone proteins

to decrease their cytotoxicity until they are degraded.
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