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It is well known that SV40 viral infection transforms and immortalizes human
cells, but the underlying mechanism of cell immortalization by the virus remains fully elucidated.
The present study showed that SV40 microRNA, miR-S1 complementarily bound to an intracellular
microRNA, hsa-miR-1266 and antagonized the effect of hsa-miR-1266 which decreased telomerase
proteins. Besides, forced miR-S1 expression reduced cell apoptosis which occurred naturally or was
induced by doxorubicin. These findings suggest that viral microRNA also contribute to cell
transformation and immortalization via its interaction with host intracellular microRNAs.
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A B Biotinylated miRNA-pull down C Ago2 IP/qPCR
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