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Study on comprehensive diversity analysis of siderophore and its application to
growth culture of refractory bacteria
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Hybrid-CAS CAS

The Hybrid-CAS medium we developed makes it possible to detect siderophores

production of Gram-positive bacteria, which has not been possible with conventional CAS medium. We
could detect many Gram-positive bacteria are producing siderophores. We also found firstly that the
anaerobic bacterium produced siderophores. These new knowledges were able to be obtained, in this
study.
Manyystrains isolated from the environment also produced siderophores. New taxonomic bacteria can
also be found, and a new bacterial species proposal is currently being prepared. We are currently
identifying the molecular species of the siderophore produced by the new strain, and we would like
to proceed to molecular species determination in the future.
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