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Analysis of Hippo-YAP mediated 3D organogenesis
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In order to clarify the YAP molecular network that controls 3D
organogenesis, we performed a comparative transcriptome analysis between the wild type and hir
mutant medaka using the RNA-seq, and identified several genes that exhibited the characteristic
expression pattern in hir mutant. KO fish were generated by using the CRISPR-Cas9 system for YAP

molecular network candidates. To date, several KO fish have been established and their phenotypes
are being analyzed.
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