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Analysis of the cooperation between transcription activity and lipid metabolism
in direct reprogramming
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The strategy of direct cell-fate conversion from one cell type into another
cell type, termed “ direct reprogramming” , is expected to be a complementary or alternative
technology for future cell-based regenerative therapies using pluripotent stem cells. Although
transduction of defined sets of transcription factors converts the cell-fate easily and efficiently,

most of the parts of the molecular mechanism are still unclear. We performed proteomic analysis to
discover interacting partners of a transcription factor, Foxa, which has been used in the direct
reprogramming of induced hepatocyte-like (iHep) cells, and found that a considerable number of
beta-oxidation enzymes physically associated with the Foxa. As a result of detailed study, we
identified that some the beta-oxidation enzymes co-localized and formed a complex with the Foxa in
the nucleus of iHep cells. This result suggests novel cooperation between transcriptional regulation
and lipid metabolism.
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