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Genetic analysis of H. pylori isolated in Thailand
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Persistence of chronic inflammation caused by H. pylori infection plays an
important role in gastric cancer development. The incidence of gastric cancer associated with H.
pylori infection is very low in Thailand. The rate of infection with H. pylori in Thailand was
around 46%, and there was no major divergence from the current situation that about half of the
world population is infected with H. pylori. In this study, we focused on H. pylori gene in
Thailand, and found that pathogenic genes such as the vacA and the oipA were highly virulent type.
In addition, according to MLST analysis of H. pylori in multiple ethnic groups (Hmong, Karen, Thai,
Thai-Chinese), | found that The origin of Hmong and Thai-Chinese is from China. And the Karen tribe

was derived from Myanmar.
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