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Progression risk assessment of non-invasive breast and colorectal tumors as
revealed by gene copy-number profile
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Using gene copy-number profile (CNP) that changes in basically random and
irreversible manner, we aimed to identify, if present, the early tumor lineages that do not invade
extraductal or extramucosal tissue in breast and colorectum, respectively, and to specify the genes
that well reflect tumor progression. Consequently, 1) breast cancer (BC) is found suitable for
progression risk prediction since gene CNP was very stable in BC. However, we could not identify the

ductal carcinoma in situ (DCIS) that never progress to invasive ductal carcinoma (IDC). 2) In
colorectal cancer (CRC) deriving from adenoma, genomic changes were added frequently even in the
late stage, whereas 7% of CRC was found stable and not derived from adenoma. We extracted genes
useful for progression risk prediction: GATA3 and TP53 in BC and DCC etc. in CRC.
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