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Characteristics_of human cancers showing high-level centrosome amplification and
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The followings were revealed in this study: (1) Overexpression of WDR62,

which is localized in centrosome and cytoplasm, is associated with a poor prognosis in patients with

lung adenocarcinoma (LAC) and concurrent overexpression of WDR62 and TPX2, a WDR62-interacting
protein that is also overexpressed in LAC, induced centrosome amplification via AURKA activation in
lung cells. (2) Overexpression of POLQ, one of translesion DNA synthesis polymerase, is associated
with advanced pathologic stage, increased somatic mutation load, and PLK4 overexpression, the last
inducing centrosome amplification, in LAC, suggesting that POLQ overexpression is involved in the
pathogenesis of LAC.  (3) Overexpression of centrosomal protein STIL in lung cancer is associated
with high-level abnormality in chromosomal copy number, suggesting the induction of chromosomal
numerical abnormality resulting from centrosome amplification due to STIL overexpression in lung
cancer.
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