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Escherichia albertii is a recently recognized human enteropathogen. The
virulence mechanism and characteristics of the species have not yet been understood. In this study,
we performed the functional analysis of the virulence-related and species-specific genes that we
previously identified from the genome analysis of multiple E. albertii strains.

The results revealed that 1)E. albertii possessed the ability of invasion and biofilm formation but
the E. coli type 11l secretion system 2 encoding ETT2 region was not involved in these mechanisms,

2)the inter-species horizontal gene transfer of the Stx2f phage between E. albertii and E.coli, and
3) the 40 O genotypes of E. albertii O antigen were defined. In addition, we developed PCR-based O

genotyping system of E. albertii.
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