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Middle East respiratory syndrome (MERD) coronavirus emerged in Saudi Arabia.
MERS coronavirus is lethal human coronavirus still endemic in the Arabian Peninsula. In this study,
we established a reverse genetic system for MERS coronavirus using a BAC system. We studied the
effect of nonstructural protein 1 (nspl) on viral replication using the reverse genetics system. We
found that MERS coronavirus nspl bound to viral genomic RNA. We revealed that the specific binding
of nspl with viral genomic RNA was critical for the efficient replication of MERS coronavirus. Our
data indicated that the specific binding is new target for development of novel antivirals against
MERS coronavirus.
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