©
2016 2018

A trial for establishment of the cell banks as the models of malignant
hyperthemia

Oguchi, Katsuji

2,100,000
malignant hyperthermia MH
MH RyR1
Ca2+ Ca2+
- MH RyR1
RyR1 MH MH
MH
MH RyR1 MH
MH RyR1 MH
MH RyR1 cDNA

RyR1

We established the simplified method for getting the cell lines to express
the genetic variants of the type 1 ryanodine receptor (RyR1, Ca2+-releasing channel) in the case
reports of malignant hyperthermia (MH) patients, and to develop in effectively to determine the
association to lead to preoperative genetic diagnosis of the MH between the mutations in the RyR1l
gene and change of the drug susceptibility. Furthermore, we analyzed the presence of the change in
the drug susceptibility of the RyRl expressed cells due to the RyR1 mutation sites by combining it
with a Ca2+ imaging system. We showed that some RyR1 mutations associated with the MH patients in
the case reports strongly related with the increment of the drug sensitivity giving the evidence of
the MH genetic diagnosis and it could be MH disease model cells for drug discovery of a novel

general anesthetics.
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