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Clinical application of rapid bacterial identification using mass spectrometry
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With the increasing number of cats kept as pets, opportunities to treat
cats with lower urinary tract disease (LUTD) have recently increased in the clinical veterinary
field. Urine samples collected from 50 cats with bacterial cystitis brought to Maeda Veterinary
Hospital between August 10, 2015 and March 31, 2017 were used in the study. Sample preparation of
the urine was performed using a MALDI Sepsityper kit and rapid BACpro. To identify the isolates,
MALDI-TOF MS was performed on an AutoFlex TOF/TOF mass spectrometer. MALDI-TOF MS using rapid BACpro

for pretreatment was found to be a quick and reliable method for identification of bacteria from
infected urine, with a shortened analysis time enabling earlier and more accurate selection of
antibiotics for treatment of feline LUTD.
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