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Identification biomarker of small RNA and its physiological and pathological
role in immune response to Tuberculosis and latent TB infection
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LTBI is defined as a state of persistent immune response to stimulation by
Mycobacterium tuberculosis antigens without evidence of clinically manifested active TB. Around
10-20% LTBI progress to active TB. So it is very important to find out specific bio marker for LTB,
which will provide improved therapeutic strategies for the treatment of TB. In our study, we
analyzed miRNA proles of serum exosomes derived from LTBI and TB patients. Preliminary data showed
that differential miRNA expression profiles among the serum exosomes from LTBI, and TB groups. To
correct bias in age distribution, samples were newly collected and added to LTB and TB each group.
It is expected that through second next-generation sequencing analysis and in vitro assay, we could
confirm and identify specific miRNA as a biomarker that expressed in LTB or in TB, which will
contribute to potential molecular targets for detection/diagnosis of latent and active tuberculosis.
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