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Research on detection of novel adenoviruses by genetic methods
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A PCR method was developed for type classification of HAdVs, and a SYBR
Green l-based real-time PCR assay was developed to sensitively detect novel and original types of
HAdV. The type of HAdV that cause urethritis overlaps with that causing the respiratory and
conjunctival infections, and recently identified novel HAdV-85 was detected from urethritis case by
using the methods. Follow-up examination of the urethritis cases demonstrated that viral DNA could
be detected from urine samples 1 month after the first sampling. The real-time PCR assay was also
useful for the detection of enteric adenovirus such as HAdV-41.In combination with virus isolation
using 293 cells in which HAdV-41 proliferates efficiently, a higher probability of detecting the
virus in a clinical sample is expected.
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