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We performed whole-exome sequencing of 36 individuals in 10 families
including eating disorder affected sib-pairs or a mother-daughter and extracted variants which were
very rare (under 0.1%) in Japanese population, identical between patients in a family, not identical

in healthy individuals, and estimated to be strongly deleterious by all 8 algorism. These
investigations identified two variants as candidate factors of eating disorder. One was located in
corticotropin releasing hormone receptor 2 (CRHR2) and the other was located in glutamate
metabotropic receptor 8 (GRM8). Both were variants with non-synonymous substitution which altered
the amino acid sequence of these proteins. Previous studies have also suggested that these genes are
associated with psychiatric disorders. Therefore, we have successfully identified two genes that
could be candidates for the etiology of eating disorders
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Homo sapiens DLCPGYIGLCPRMST-IDGKELLGYIRAVNFNGSAGT VT FNENGDAPG
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