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Pathogenesis induced by interaction between microRNA and HBV transcripts
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To better understand the pathological roles of HBV RNAs, the sequence
homologies between HBVRNA and host microRNAs were examined. Pre S sequences in the HBVRNA have
similarities to the let7g sequences and indeed preS2 RNA suppressed thelet7g function. Because let7
is a representative tumor-suppressive microRNA, this may explain the increased probabilities of HCC
during HBV infection. On the other hand, let7 suppressed HBV cccDNA production. Therefore, the
interaction between virus and host RNA factors may play roles in the viral pathogenesis.

HBV microRNA




B DNA

MmRNA microRNA
microRNA
microRNA RNA

HBV-RNA
HBV-RNA

HBV-RNA

in silico HBV mRNA microRNA
HBV mRNA microRNA

HBV mRNA microRNA invitro
HBV mRNA microRNA

HBV mRNA
HBV-RNA

in silico HBV mRNA microRNA
HBV-RNA microRNA in silico preS2
let-7g
Small S

Middle S
Large S

HBY me—lPrest|Pres2| &  — presS2 let7g

| A S

B [T TN
3uu l uGul UGEAGU §
Let-7g Seed sequences genOtype
1 60 99 120

A: atgcagtggaactccacaaccttecaccaaactctgeaagatcccagggtgagaggectgtatttecctgetggtggetecagttcaggaacagtaaa teccatategte. .
B: atgcagtggaactccaccactttccaccaaactcttcaagatcccagagtaagggectectgtactttectgetggtggeteccagttecaggaacagtgag clcagaa t gccatategte..
B: atgcagtggaattccaccactttccaccaaactcttcaagatcccagagtcagggecctgtactttectgetggtggetecagttecaggaacagtgag clcagaa t tgccatategte..
C: atacagtggaactccaccacattccaccaagetetgttagatcccaaagtgaggggectatatettectgetggtggetecagtteeggaacagtaaa t T tgeccatategte. .
C: atgcagtggaactccacaacattccaccaagetctgctagatccaagagtgaggggectetatttcectgetggtggectecagttceggaacagtaaa ccecatategte. .
D: atgcagtggaactccacaactttccaccaaactctgecaagatecccagggtgagaggectgtatttecctgetggtggeteocagttecaggaacagteaa taccatatcgte..

: atgcagtggaactccacaaccttcecaccaaactetgeaagatceccagggtgagaggectgtattteoctgetggtggetecagttecaggaacagtaaa

atgcagtggaattecacaacctttecaccaaactetgeaagatcecagagtgagaggectgtatttecetgetggtggetecagttecaggageagtaaa
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