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Comprehensive understanding for the relationship between HLA class Il genes and
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By conducting GWAS, the following were identified: host factors concerning
responsiveness of hepatitis B vaccine (HB vaccine) and HBV related liver cancer. Specific HLA class
Il genotypes were associated with the responsiveness to Bimmugen, which is one of the widely used
hepatitis B vaccine (HB vaccine) in Japan. Moreover, we revealed that BTNL2 gene contributed to the
high response to the vaccine. Genome analysis (i.e. pathway analysis, upstream regulator analysis)
based on detailed clinical information on vaccine responsiveness showed that recognition of
HBV-derived peptide antigens by HLA molecules and transmission of costimulatory signals from
antigen-presenting cells via costimulatory molecules such as BTNL2 molecules on T cells play
important roles in HB vaccine responsiveness.
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GWAS Japanese 0.217 0.132 5.90E-07
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