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Study of local iron metabolism for clinical application in heart disease
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In iron overload model, gene expression of hepcidin, a key regulator of iron
metabolism, increased only in liver, and not in heart. In cardiopulmonary bypass model, gene
expression of some proinflammatory molecules increased in liver and heart, but those of hepcidin and
NGAL, an iron related molecule, increased only in heart.
Gene expression of myonectin, a negative regulator of hepcidin, decreased in atrophic skeletal
muscle by severe heart disease and exercise induced expression of myonectin in skeletal muscle.
Increase of iron related molecules like hepcidin and NGAL is related to that of proinflammatory in
heart. In atrophic skeletal muscle and muscle under the influence of exercise, expression of

myonectin are changed. This finding raises the possibility of exercise therapy in heart disease via
iron metabolism.
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Expression change of cytokine in principal organ during cardiopulmonary bypass
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