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Elucidation of microRNAs causing immune cell dysfunction by next generation
sequencer in patients with lung cancer
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The aim of this study is to elucidate dysfunction of immune cells and
related microRNA (miRNA) by using a flow cytometer (FACS) and a next generation sequencer,
respectively. Furthermore, target genes of miRNAs were determined by bioinformatical analyses.
Patients with deterioration of lung cancer had increased rate of regulatory T cells and decreased
rate of cytotoxic T lymphocytes. Moreover, cell surface marker analyses with FACS revealed increased

expression of PD-1, PD-L1, and CTLA-4 on T cells with CD8+. These results suggest that
immunological dysfunction contributes to progression in lung cancer. There were over 1,000 miRNAs
observed during this process. Several miRNAs are suggested to play key roles in this lung cancer
deterioration.
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Analysis of key clinical features for achieving complete remission in stage Il and IV non-
small cell lung cancer patients.
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