©
2016 2018

Development of drug discovery platform based on novel regulatory mechanism of
hepatic glucose metabolism
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As a result of measuring the weight, the blood sugar level of a
liver-specific prostasin overexpression mouse (LTg mouse) and a wild type mouse (WT mouse) which was
fed a high-fat diet, it was confirmed with LTg mouse glucose tolerance and insulin-resistant
improvement, reduction of the fatty liver, and decrease of the serum LDL cholesterol level. After
extracting RNA from each mouse liver to search a new target factor of prostasin and analysing by DNA
microarray, it became clear that a cell membrane protein CD36(cluster of differentiation 36) which

carried the uptake of the fatty acid decreased in the hepatocytes of the LTg mouse.
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