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Identification of blood biomarkers predicting clinical efficacy of molecular
targeting agents in multiple myeloma
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The purpose of this study is to explore predictive or prognostic biomarkers
in blood in patients with multiple myeloma (MM). Cell free nuclear acids such as microRNA and cfDNA
isolated from peripheral blood were analyzed by next generation sequencing in association with
clinical information including patients’ prognosis and sensitivity to molecular targeting agents.
Our study identified several serum microRNAs associated with sensitivity to bortezomib therapy.
Sequential genetic analysis of cfDNAs in the same patients could identify some specific mutations
relevant to the disease progression in MM. As well, serum lipid metabolites were comprehensively
analyzed. It identified some lipid metabolites which might predict poor response to bortezomib plus
dexamethasone therapy and occurrence of grade 2 or higher bortezomib-induced peripheral neuropathy.
Further studies are needed to validate such candidate biomarkers in prospective large-scale studies.
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