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Regulation of rheumatoid synovial fibroblasts focusing on layilin-dependent
epithelial-mesenchymal transition-like changes

KATO, TOMOHIRO
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Firstly, in proteomic analysis, we successfully identified 24 protein spots
affected by layilin-silencing in human synovial fibroblasts. As a result, 15 (62.5%) out of the 24
protein spots were assigned to epithelial-mesenchymal transition (EMT)-related proteins. These data
suggest that layilin is deeply involved in EMT and EMT-like changes. Secondly, we found that layilin
up-regulated the expression of snail family transcriptional repressor 1 (SNAI1l) via down-regulation
of metastasis-associated protein 3 (MTA3) and that enhanced the cellular invasive ability. Thirdly,
using the CRISPR-Cas9 method, we successfully established the first layilin-deficient (homo,
LAYN-/-) mice to clarify the physiological and pathogenic roles of layilin. This is expected to be a
useful tool for the clarification.
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