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With the appearance of next generation sequencing (NGS) technologies, the
volume of data presented to biologists has exploded. The NGS data is hard to analyze due to its
sheer volume and often requires supercomputers to process in a timely manner. To face this increase,

researchers have been using multi-threading solutions like MapReduce in a Hadoop-powered solution
with HDFS, Hadoop distributed file system. However putting data into HDFS and then manipulating it
is still very time-consuming. To address this issue, we developed Spark-BLAST, a system using the
recently published in-memory cluster management software, Apache Spark. Spark-BLAST demonstrates the
high efficiency of cluster computing, while proving quicker and more linear speed up than the
existing solution. This offers a way to perform time-consuming similarity search with low-cost
infrastructures; effectively providing the ability to handle the massive data from NGS to
smaller-scale laboratories.
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