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Analysis of pathogenic mechanism of fulminant pneumococcal infection
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In order to elucidate the mechanism of Streptococcus pneumoniae that causes
fulminant infections, we carried out various analysis from aspects such as genome analysis, in
vitro, and in vivo experiments. However, no clear difference could be found between pneumococcal
strains isolated from fulminant and non-fulminant infections. It has been suggested that host
factors play an important role in the development of fulminant pneumococcal infection. On the other
hand, it cannot be denied that the experimental methods widely used for the pathogenicity of
bacteria are not suitable for S. pneumoniae. Since the pathogenicity of 22F pneumococci could be
evaluated in C57BL/6 mice using nasal administration, we plan to proceed with the analysis focusing
on 22F pneumococci in the future.
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1. G MIC Sequence type
(ST) Clonal complex (CC)

Year of t f  MICtoPCG
Caseno. isolation sﬁiﬁ;ﬁ ae  (mgml) ST cC
C1 2004 10A 0.06 5236 5236
c2 2004 19F 2 7774 236
c3 2003 20F 0.25 7158 7158
c4 2004 4 0.06 246 246
c5 2004 20F 0.06 6875 5236
c6 2006 10A <0.015 5236 5236
c7 2007 23F 0.25 1437 1437
c8 2007 19A 0.03 2331 2331
co 2008 4 <0.015 7776 7776
C10 2008 untypeable <0.015 5872 5872
cu 2008 23F 1 242 242
Cc12 2010 23F 1 5246 338
C13 2010 23F 1 242 242
c14 2011 6A 0.12 3787 3787
ci5 2011 23F 05 1437 1437
C16 2011 3 0.06 180 180
Cc17 2011 19A 0.06 3111 3111
c18 2011 6B 0.06 2083 2083
C19 2012 6B 0.06 2083 2083
C20 2012 20F <0.015 433 433
c21 2013 10A 0.03 5236 5236
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