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To detect causative Bathogens of Kawasaki disease (KD), we performed
molecular biological analyses of peripheral blood and pharyngeal mucosa samples from 22 KD children
and compared the findings with those of 18 disease controls in this study. Levels of heat-shock
protein 60 (HSP60) were analyzed in the blood samples using an enzyme-linked immunosorbent assay.

Novel Neisseria species were detected with genetic profiles similar to those of N. subflava at a
detection rate of 36% more in the KD mucosa than in controls, however, there was no statistical
difference. Enterobacteriaceae genes were detected in only 11 KD mucosa samples, 6 of which belonged
to the Pasteurellaceae family, while the others belonged to the Enterobacteriaceae family. No
bacterial genes or those specific to HSP60 were found in any peripheral blood samples.
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