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Analysis of genomic and epigenomic intratumoral heterogeneity reveals mechanisms
of resistance to chemoradiotherapy in esophageal cancer
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We analyzed genomic intratumor heterogeneity of esophageal cancer to
investigate the mechanisms of resistance to chemoradiotherapy (CRT). DNA was extracted from
malti-sampling pre-treatment tumor tissues, recurrent tumor tissues, and paired peripheral normal
blood from three patients with local recurrence after CRT. Each sample was subjected to multi-region

whole exome sequencing. Pre-treatment and recurrent tumors showed a distinct genomic alterations.
Analyzing genomic intratumor heterogeneity, we found intrinsic alterations involved in CRT in

esophageal cancer.
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