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In the treatment of advanced non-small cell lung cancer, inhibition of the
PD1-PD-L1 axis has become one of the novel treatment options, but the mechanism of activation of
this pathway in tumorigenesis remains unclear. Therefore, in this study, we conducted a genetic
analysis and gene expression analysis using pre-irradiation and post-irradiation tumor specimens in
radical surgery cases where radiation therapy was performed as preoperative treatment, thereby
determining the factors involved in this pathway. After radiotherapy, PD-L1 expression decreased by
IHC and deletion mutations and single nucleotide mutations increased by genomic analysis. These
results suggest that the genetic analysis of residual tumor subclones affected by preoperative
treatment may also have important significance at the time of recurrence.
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