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Hybrid EMT

Novel treatment strategy of esophageal cancers by detecting the cancer cells
with hybrid EMT potential in the thoracic lymph duct.

Koike, Masahiko
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Esophageal squamous cell carcinoma (ESCC) is one of the lethal cancers in
the world. Patients usually need to receive multimodal therapy. Advanced ESCCs are initially treated
by neoadjuvant chemotherapy. However, no molecular marker predicting therapeutic effects of
neoadjuvant chemotherapy has been well established.

As we initially failed to do liquid biopsy using lymph fluid from the thoracic lymph duct
intraoperatively, we collected serum samples from pre-treated patients instead. We focused on the
chemo-sensitivity to neoadjuvant treatment, which is one of the key characteristics of hybrid EMT
status. In this project, we tried to pursue the new micro RNA markers clearly distinguishing

chemo-sensitive cases and chemo-resistant cases by microarray analyses followed by validation
analyses.
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