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Novel strategies for cancer stem cells
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Proliferation was activated in c-Met-positive cholangiocarcinoma cells
compared with that in c-Met-negative cholangiocarcinoma cells. Cell viability was suppressed in
c-Met-positive and CD49f-positive cholangiocarcinoma cells. Cell growth was more highly activated in

CD133-positive colorectal cancer cells than in CD133-negative colorectal cancer cells.
Next-generation sequencing revealed 938 candidate fusion genes in cancer cells. L0C646214, which is
a p21 protein (Cdc42/Rac)-activated kinase 2 pseudogene, formed fusions with many genes.

In addition, long intergenic/intervening noncoding RNA (LINC) formed fusions with many genes.
Because these fusion genes do not synthesize proteins, antibody medicines were not effective against

these genes. From this viewpoint, these fusion genes were thought to be the best targets for
nucleic acid medicines.
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Description kinase 54 testis-specific kinase 2
casein kinase 2, beta polypeptide p21 protein (Cdc42/Rac)-activated
kinase 2 pseudogene LOC646214
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LOC646214 | - TPO +




LOC646214 | - CYP1B1-AS1 | +
LOC646214 | - PHLDB2 +
LOC646214 | - LPXN -
LOC646214 | - TMEM126B +
LOC646214 | - 10c1019281 +
37
LOC646214 | - ZNF700 +
LOC646214 | - HPS4 -
LOC646214 gene name
long intergenic/intervening non-coding RNA
LINC
938 Unique Spanning-Pairs 100
Split-Reads 100 100-1317 3
kinase 54 LOC646214 gene name
LINC long intergenic/intervening non-coding RNA
100 5 3
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APC SMAD4 CDKN2A

PTPRD SMAD4 KEAP1 ARID1A FBXW7 PIK3R1
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