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Elucidating the mechanism of myasthenia gravis in B type thymoma with myasthenia
gravis

KONDO, Kazuya
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We characterized genomic aberrations by whole exome sequencing of next
generation sequencing for 7 thymic carcinomas (TC), 7 thymoma without myasthenia gravis (MG) and 8
thymomas with MG. Samples analyzed were 22 pairs of snap-frozen surgical specimens of cancerous and
non-cancerous thymic tissue. TC had somatic mutation of 178 genes and 2 recurrent somatic mutations
(MIR1268A and SETD2). Thymoma had somatic mutation of 103 genes and one recurrent somatic mutations
(MUC16). We performed Cluster, GO and KFGG analysis for thymoma without MG and thymoma with MG.
Thymoma with MG is related to guanine nucleotide exchange factor (GEF) related genes and thymoma
without MG is related to fibronectin and immunoglobulin related genes.
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