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We have noted candidate genes (such as CHP1, PTGDS, PTRF, and CXCL12)
contributing to the development of distant metastasis after complete resection of NSCLC.
Further biologic profiling may subsequently help to understand underlying mechanism of postoperative
distant metastasis and ultimately lead to novel targeted therapy of NSCLC.
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(Sato, Saito et al, J Heart Lung Transplant 2013; Ofek, Saito et al, Mod
Pathology 2013; Saito et al, J Heart Lung Transplant 2015; Verleden, Saito et al, J Heart
Lung Transplant 2015) CLAD
biomarker (Saito et al, Am J Transplant 2013,;
Hirayama, Saito et al, J Heart Lung Transplant 2013; Saito et al, Am J Transplant 2014;
Machuca, Saito et al, Ann Surg 2015)
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