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We collected blood samples of 275, and their blood haptoglobin (HP)
concentration, HP subtypes (HP1-1, HP2-1 and HP2-2), and rs20009999 SNP statuses were determined.
Only subarachnoid hemorrhage (SAH) patients showed significantly relation of prognosis except for
other disease.SAH patients that we conducted statistical analysis of prognostic values at six months

after onset. Multivariate analysis showed significant changes in blood concentration (p=.0067) and
we observed strong correlations for HHG (p=.064) and intracerebral hematoma (p=0.073). HP subtype (p
=0.12) and rs2000999 status (0.12) alone did not associate with prognosis; however Hp2-2 along with

rs2000999 (except G/G) correlated strongly with prognosis (p=0.06). Thus associated with HP blood
concentration and Hp2-2 along with rs2000999 (except G/G) can potentially be genetic markers for

poor prognosis in SAH.
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